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Input Set : 
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A:\SN09 508710seqlist.txt 
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4 <110> APPLICANT : Cole, David 

5 Cummins, Ian 

6 Edwards, Robert 

8 <120> TITLE OF INVENTION: Plant Genes 
11. <130> PILE REFERENCE: A33083 - PCT-USA 072667.0127 

13 <140> CURRENT APPLICATION NUMBER: 09/508,710 

14 <141> CURRENT FILING DATE: 2000*07-10 

16 <150> PRIOR APPLICATION NUMBER: PCT/GB98/02802 

17 <1.51> PRIOR FILING DATE' : .1998-09-16 

19 <150> PRIOR APPLICATION NUMBER: GB 971972.1 

20 <151> PRIOR FILING DATE: 199 7-09-16 
22 <160> NUMBER OF SEQ ID NOS : 19 

24 <170> SOFTWARE: FasLSEQ for Windows Version 3.0 

26 <210> SEQ ID NO: 1 

27 <2il> LENGTH: 1085 

28 -:212> TYPE: DNA 

29 <213> ORGANISM: Triticum aestivum L. 

31 <22 0> FEATURE: 

32 <221> NAME'/ KE I s : CDS 

33 <222> LOCATION: (46)... (711) 

34 <223> OTHER INFORMATION: Glutathione S transferase 
36 <40 0> SEQUENCE: 1 

3 7 caaacacaag cacagatcgg tcgagattca aggcaaccgg gagca atg gcg ggc gag 5 7 

38 Met Ala Gly GIu 

39 1 

41 aag ggg ctg gtg ctg ctg gac ttc tgg gtg age ccg ttc ggg cag cgc 105 

4 2 Lys Gly Leu Val Leu Leu Asp Phe Trp Vai Ser Pro Phe Gly Gin Arg 
43 5 ;10 15 20 

4 5 gtg cgc ate gcg ctg gec gag aag ggc ctg ccc tac gag tac gcg gag 15 3 

4 6 Val Arg He Ala Leu Ala Glu Lys Gly Leu Pro Tyr Glu Tyr Ala Glu 
47 25 30 35 

49 gag gac ctg atg gec ggc aag age gac cgc etc etc cgc gec aac ccg 201 

50 G.lu Asp Leu Met Ala Gly Lys Ser Asp Arg Leu Leu Arg Ala Asn Pro 

51 40 45 50 

53 gtg cat aag aag ate ccg gtg etc etc cac gac ggc cgt gec gtc aac 249 

54 Val His Lys Lys He Pro Val Leu Leu His Asp Gly Arg Ala val Asn 

55 55 60 65 

57 gag tec etc ate ate etc cag tac ctg gag gag gee ttc ccg gac gcg 297 

58 Glu Ser Leu He He Leu Glu Tyr Leu Glu Glu Ala Phe Pro Asp Ala 

59 70 75 80 

61 ccc get ctg etc ccc tec gnc ccc tac gcg cgc gcg cag gec cgc ttc 345 

62 Pro Ala Leu Leu Pro Ser Asp Pro Tyr Ala Arg Ala Gin Ala Arg Phe 

63 85 90 95 100 

65 tgg gec gac tac gtc gac aag aag gtc tac gac tgc ggc tec cgc etc 393 

66 Trp Ala Asp Tyr Val Asp Lys Lys Val Tyr Asp Cys Gly Ser A.rg Leu 

67 105 110 115 

69 tgg aag etc aag ggc gag ccg cag gcg cag gcg cgc gec gag atg ctg 441 
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70 
7 1 
7 3 
74 
7 5 
77 
78 
79 
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82 

83 

85 

86 

87 

89 

90 

91 

93 

94 

95 

97 

98 

99 

100 

101 

10 2 

10 4 

105 

10 6 

107 

10 9 

110 

1 11 

.112 

113 

114 

115 

116 

117 

118 

119 

12 0 

121 

12 2 

123 

124 

125 

126 

127 



RAW SEQUENCE LISTING DATE : 02/27/2001 

PATENT APPLICATION: US/09/508, 710 TIME : 10:15:25 

input; Set : A:\SN09 508710seqlist.txt 
Output Set: N:\CRF3\02272001\l508710.raw 

Trp Lys Leu Lys Cly Glu Pro Gin Ala Gin Ala Arg Ala Glu Met Leu 

120 325 130 

qac ate etc aag acc etc gac ggc gcg etc ggq gac aag ccc ttc ttc 
Asp lie Leu Lys Thr Leu Asp Gly Ala Len Cly Asp Vjs Pro Phe Phe 

135 140 145 

ggc qgc gac aag ttc ggg ttc gtc gac gec gec ttc gcg ccc ttc acc 
Glv Gly Asp Lys Phe Gly Phe val Asp Ala Ala Phe Ala Pro Phe Thr 

150 155 160 

gcg tgg ttc cac age tac gag agg tac ggc gag ttc age ctg ccg gag 
Ma Trp Phe His Ser Tyr Glu Arg Tyr Gly Glu Phe Ser Leu Pro Glu 
165 170 175 180 

qtg gcg ccc aag ate gec gcg tgg gee aag cgc tgc qgc gag egg gag 
Val Ala Pro Lys lie Ala Ala Trp Ala Lys Arg Cys Gly Glu Arg Glu 

185 190 195 

age gtc gee aag age etc tac teg ceg gac aag gtg tac gac ttc ate 
Ser Val Ala Lys Ser Leu Tyr Ser Pro Asp Lys Val Tyr Asp Phe lie 

200 205 210 

ggc ctg etc aag aag aag tac ggc ate gag taggcgcgcc gaeggaegga 
Gly Leu Leu Lys Lys Lys Tyr Gly Tie Glu 

215 220 
eggacqggec atgeaggega eagccggccc gccgtccgga gggaagcaac aaataaatca 
gggaqegatt tgggtggcct acaatgegta cgtctggata gag tat ttc t ttctttcttt 
cttcgtggaa taaagtgctc cgtgtgtgtg tggttggtgg ttgttggttg gatcagtcag 
tgtgtqtggg tgcgtgttgt gtactcagta ctogtgatgt gtgtgtgtgt caatgtgtea 
accctggtct tcggtqgggg cagcacegag ttgccacctg ccattccatt tccattccgg 
gcgatgaata aattaaaaaa .gagtcteatt tgtttaaaaa aaaaaaaaaa aaaa 
<210> SEQ ID NO: 2 
<211> LENGTH: 2 22 
<212> TYPE: PRT 

<213> ORGANISM: Tritieum aestivum L. 
<4 00> SEQUENCE: 2 
Met Ala Gly Glu Lys Gly Leu Val Leu Leu Asp Phe Trp Val Ser Pro 

1 .5 10 15 

Phe Gly Gin Arg Val Arg lie Ala Leu Ala Glu Lys Gly Leu Pro Tyr 

20 25 30 

Glu Tyr Ala Glu Glu Asp Leu Met Ala Gly Lys Ser Asp Arg Leu Leu 

35 4 0 4 5 

Arg Ala Asn Pro Val His Lys Lys lie Pro Val Leu Leu His Asp Gly 

50 55 60 

Arg Ala Val Asn Glu Ser Leu He lie Leu Gin Tyr Leu Glu Glu Ala 
65' • 70 75 80 

Phe Pro Asp Ala Pro Ala Leu Leu Pro Ser Asp Pro Tyr Ala Arg Ala 

85 90 95 

Gin Ala Arg Phe Trp Ala Asp Tyr Val Asp Lys Lys Val Tyr Asp Cys 

100 105 HO 

Gly Ser Arg Leu Trp Lys Leu Lys Gly Glu Pro Gin Ala Gin Ala Arg 

115 120 125 

Ala Glu Met Leu Asp He Leu Lys Thr Leu Asp Gly Ala Leu Gly Asp 
130 135 140 



489 



537 



585 



633 



601 



731 



791 
8 51 
911 

971 
1031 
1085 
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128 


Lys 


Pro 


Phe 


Phe 


Gly 


Gly 


Asp 


Lys 


Phe 


Gly 


Phe 


Val 


Asp 


Ala 


Ala 


Phe 




129 


14 5 










150 










155 










1 60 




no 


Ala 


pro 


Phe 


Thr 


Ala 


Trp 


Phe 


His 


Ser 


Tyr 


Gl u 


Arg 


Tyr 


Gly 


Glu 


Phe 




131 










16 5 










170 










175 






132 


Ser 


Lou 


Pro 


Glu 


Val 


Ala 


Pro 


Lys 


lie 


Ala 


Ala 


Trp 


Ala 


Lys 


Arg 


Cys 




133 








180 










18 5 










190 








134 


Gly 


Glu 


Arg 


Glu 


Ser 


va 1 


Ala 


Lys 


Ser 


Leu 


Tyr 


Ser 


Pro 


ASp 


Lys 


val 




135 






195 










200 










205 










136 


Tyr 


ASp 


Phe 


lie 


Gly 


Leu 


Leu 


L YS 


Lys 


Lys 


Tyr 


Gly 


He 


Glu 








137 




210 










215 










220 












13 9 


<210> SEQ ID 


NO: 


3 


























140 


<211> LENGTH 


: 865 


























14 1 


<212> TYPE: DNA 




























142 


<213> ORGANISM: Triticum 


aestivum L . 


















144 


<220> FEATURE: * 




























145 


<221> NAME/KEY: CDS 


























146 


<22 2> LOCATION: 


(54) 


• • (725) 






















147 


<22 3> OTHER INFORMATION: 


WIC 


1 




















14 9 


<4 00> SEQUENCE: 


3 


























150 


ggaactcaac cattgatctt caagaagegg aagcaaacag 


agcaaaaggt gtg atg 


56 


151 






























Met 




152 
































1 




1.5 4 


gcg 


gcg 


ccg 


gcg 


gtg 


aag 


gtg 


tac 


ggg 


tgg 


gcg 


atg 


teg 


ccg 


ttc 


gtg 


104 


155 


Ala 


Ala 


Pro 


Ala 


Val 


Lys 


Val 


Tyr 


Gly 


Trp 


Ala 


Met 


Ser 


Pro 


Phe 


Val 




156 








5 










10 










15 








158 


gcg 


ego 


gcg 


ctg 


ctg 


tgc 


ctg 


gag 


gag 


gcc 


ggc 


gtg 


gag 


tac 


gag 


etc 


152 


159 


Ala 


Arg 


Ala 


Leu 


Leu 


Cys 


Leu 


Glu 


Glu 


Ala 


Gly 


Val 


Glu 


Tyr 


Glu 


Leu 




160 






2 0 










25 










30 










162 


gtc 


ccc 


atg 


age 


cgc 


gag 


gcc 


ggc 


gac 


cac 


cgc 


cag 


ccc 


gac 


ttc 


etc 


200 


163 


Val 


Pro 


Met 


Ser 


Arg 


Glu 


Ala 


Gly 


Asp 


His 


Arg 


Gin 


Pro 


Asp 


Phe 


Leu 




164 




35 










40 










45 












16 6 


gcc 


egg 


aac 


ccc 


ttc 


ggc 


cag 


gtc 


ccc 


qtt 


etc 


gag 


gac 


ggc 


gac 


etc 


248 


16 7 


Ala 


Arg 


Asn 


Pro 


Plie 


Gly 


Gin 


Val 


Pro 


Val 


Leu 


Glu 


Asp 


Gly 


Asp 


Leu 




168 


50 










5 5 










60 










65 




L70 


acc 


ate 


ttc 


gag 


teg 


cgc 


gcc 


gtc 


gcg 


agg 


cac 


g*~.g 


ctg 


cgc 


aag 


cac 


296 


171 


Thr 


lie 


Phe 


Glu 


Ser 


Arg 


Ala 


Val 


Ala 


Arg 


His 


val 


Leu 


Arg 


Lys 


His 




172 










70 










75 










80 






174 


aaa 


ccg 


gag 


ctg 


ctg 


ggc 


tec 


ggc 


teg 


ccg 


gag 


teg 


gcg 


gcg 


atg 


gtg 


34 4 


175 


Lys 


Pro 


Gin 


Leu 


Leu 


Gly 


Ser 


Gly 


Ser 


Pro 


Glu 


Ser 


Ala 


Ala 


Met 


Val 




L76 








85 










90 










95 








178 


gac 


gtg 


tgg 


ctg 


gag 


gtg 


gag 


gcc 


cac 


cag 


cac 


cag 


acc 


ccg 


gcg 


ggc 


392 


179 


Asp 


Val 


Trp 


Leu 


Glu 


val 


Glu 


Ala 


H is 


Gin 


His 


Gin 


Thr 


Pro 


Ala 


Gly 




180 






100 










105 










110 










182 


acc 


ate 


gtc 


atg 


cag 


tgc 


ate 


etc 


acc 


ccg 


ttc 


etc 


ggc 


tgc 


cag 


cgc 


440 


183 


Thr 


lie 


Va.l 


Met 


Gin 


Cys 


He 


Lea 


Thr 


Pro 


Phe 


Leu 


Gly 


Cys 


Gin 


Arg 




184 




115 










120 










125 












186 


gac 


cag 


gcc 


qcc 


ate 


gac 


gag 


aac 


gcg 


gca 


aag 


ctg 


acg 


aa t 


ctg 


ttc 


488 


187 


Asp 


Gin 


Ala 


Ala 


He 


Asp 


Glu 


Asn 


Ala 


Ala 


Lys 


Leu 


Thr 


Asn 


Leu 


Phe 




188 


130 










135 










140 










145 
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190 


t)clC 


9 tg 


tac 


gag 


gcg 


cgc 


c tg 


teg 


gcg 


teg 


agg 


tac 


ctt 


gec 


y y y 


gag 


191 


ASp 


Val 


Tyr 


Gl u 


Ala 


Arg 


Leu 


Sec 


Ala 


Ser 


Arg 


Tyr 


Leu 


Ala 


Gl V 


Glu 


.192 










150 










155 










160 




194 


9 eg 


gtc 


age 


etc 


gcg 


gac 


etc 


age 


cac 


ttc 


ccg 


ttc 


atg 


eg a 


tac 


ttc 


1 95 


Ala 


val 


Ser 


Leu 


Ala 


Asp 


Leu 


Ser 


His 


Phe 


Pro 


Phe 


Met 


Arg 


Tyr 


Phe 


196 








165 










170 










175 






198 


atg 


qac 


acc 




tac 


gcg 


teg 


ctg 


gtg 


gag 


g^g 


cgc 


ccg 


cac 


gtg 


aag 


199 


Met 


Asp 


Th r 


Glu 


Tyr 


Ala 


Ser 


Leu 


Val 


Glu 


Glu 


Arg 


Pro 


His 


Val 


Lys 


200 






18 0 










185 










190 








20 2 


gcg 


tgg 


tgg 


gag 


gag 


ttc 


aag 


gec 


age 


ccg 


gcg 


gcg 


aag 


agg 


gtg 


acg 


203 


Ala 


Tip 


Trp 


Glu 


Glu 


Phe 


Lys 


Ala 


Ser 


Pro 


Ala 


Ala 


Lys 


Arg 


Val 


Thr 


204 




195 










200 










205 










206 


gag 


ttc 


atg 


ccg 


cca 


aac 


ttc 


ggg 


ttc 


gga 


aag 


aag 


gca 


gag 


aag 




20 7 


Glu 


Pile 


Met 


Pro 


Pro 


Asn 


Phe 


Gly 


Phe 


Gly 


Lys 


Lys 


Ala 


Glu 


Lys 




208 


210 










215 










220 












210 


tgatgacaag aacgaacacc gagegaacat gttgtgtggt 


ctgtgcgaec cgaccatg* 


211 


tcaatgtttt gggctgtttg tgtttcacgc atgaatgaat 


aaaacaaaat gcttttgg* 


212 


tteaaaaaaa aaaaaaaaaa 






















214 


<210> SEQ ID 


NO : 


4 
























215 


<211> LENGTH 


: 224 
























216 


<212> TYPE : PFtT 


























217 


<213> ORGANISM: Triticum 


aestivum L. 
















219 


<4 00> SEQUENCE: 4 
























220 


Met 


Ala 


Ala 


Pro 


Ala 


Val 


Lys 


val 


Tyr 


Gly 


Trp 


Ala 


Met 


Ser 


Pro 


Phe 


221 


I 








5 










10 










15 




222 


Val 


Ala 


Arg 


Ala 


Leu 


Leu 


Cys 


Leu 


Glu 


Glu 


Ala 


Gly 


Val 


Glu 


Tyr 


Glu 


223 








20 










25 










30 






2 24 


Leu 


Val 


Pro 


Met 


Set: 


Arg 


Glu 


Ala 


Gly 


Asp 


His 


Arg 


Gin 


Pro 


Asp 


Phe 


225 






35 










40 










45 








226 


Leu 


Ala 


Arg 


Asn 


Pro 


Phe 


Gly 


Gin 


Val 


Pro 


Val 


Leu 


Glu 


Asp 


Gly 


Asp 


227 




50 










55 










60 










223 


Leu 


Thr 


He 


Phe 


Glu 


Ser 


Arg 


Ala 


Va 1 


Ala 


Arg 


His 


Val 


Leu 


Arg 


Lys 


229 


65 










70 










75 










80 


2 30 


His 


Lys 


Pro 


Glu 


Leu 


Leu 


Gly 


Ser 


Gly 


Ser 


Pro 


Glu 


Ser 


Ala 


Ala 


Met 


2 31 










85 










90 










95 




2 32 


Val 


Asp 


Val 


Trp 


Leu 


Glu 


Val 


Glu 


Ala 


His 


Gin 


His 


Gin 


Thr 


Pro 


Ala 


2 33 








100 










105 










110 






2 34 


Gly 


Thr 


I le- 


Val 


Me t: 


Gin 


Cys 


He 


Leu 


Thr 


Pro 


Phe 


Leu 


Gly 


Cys 


Gin 


235 






HS 










120 










125 








236 


Arg 


Asp 


Gin 


Ala 


Ala 


He 


Asp 


Glu 


Asn 


Ala 


Ala 


Lys 


Leu 


Thr 


Asn 


Leu 


237 




130 










135 










14 0 










238 


Phe 


Asp 


Val 


Tyr 


Glu 


Ala 


Arg 


Leu 


Ser 


Ala 


Ser 


Arg 


Tyr 


Leu 


Ala 


Gly 


239 


145 










150 










155 










160 


240 


Glu 


Ala 


Val 


Ser 


Leu 


Ala 


A Sp 


Leu 


Ser 


His 


Phe 


Pro 


Phe 


Met 


Arg 


Tyr 


241 










16 5 










170 










175 




24 2 


Phe 


Met 


Asp 


Thr 


Glu 


Tyr 


Ala 


Ser 


Leu 


Val 


Glu 


Glu 


Arg 


Pro 


His 


Val 


243 








180 










185 










190 






244 


Lys 


Ala 


Trp 


Trp 


Glu 


Glu 


Phe 


Lys 


Ala 


Ser 


Pro 


Ala 


Ala 


Lys 


Arg 


Val 


245 






1.95 










200 










205 









536 



584 



6 32 



680 



725 



785 
845 
865 
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24 6 Thr Glu Phe Met Pro Pro Asn Phe Gly Phe Gly Lys Lys Ala Glu Lys 
247 210 215 220 

249 <210> SEQ ID NO: 5 

250 <2H> LENGTH: 930 

251 <212> TYPE: DNA 

252 <213> ORGANISM: Triticum dcstivum L . 

254 <220> FEATURE : 

255 <221> NAME/KEY: CDS 

256 <222> LOCATION: (60)-.. (725) 

2 57 <2 23> OTHER INFORMATION: WIC 2 
j 59 <4 00> SEQUENCE: 5 



2t;o 


cacgcgtcca tctccaaqaa gcggaageta gtggaqcaga 


gcaaaccaag caaggttgg 


59 


261 


atg 


gcg 


ccg 


gcg 


gtg 


aag 


gtg 


tac 


ggg 


tgg 


gcc 


gtg 


teg 


ccg 


ttc 


gtg 


107 


262 


Met 


Ala 


Pro 


Ala 


Val 


Lys 


Val 


Tyr 


Gly 


Trp 


Ala 


Val 


ser 


Pro 


Phe 


Val 




263 


1 








5 










10 










15 






265 


qcq 


cqc 


cca 


ctg 


Ctq 


tqc 


Ctq 


gaq 


gag 


gcc 


ggc 


gtc 


gag 


tac 


gag 


etc 


155 


266 


Ala 


Arg 


Pro 


Leu 


Leu 


Cys 


Leu 


Glu 


Glu 


Ala 


Gly 


val 


Glu 


Tyr 


Glu 


Leu 




267 








20 










25 










30 








269 


g tq 


tec 


atg 


age 


cgc 


gcg 


gee 


ggc 


gac 


cae 


cgc 


cag 


ccg 


gac 


ttc 


etc 


203 


270 


Val 


Ser 


Met 


Ser 


Arg 


Ala 


Ala 


Gly 


Asp 


His 


Arg 


Gin 


Pro 


Asp 


Phe 


Leu 




271 






35 










40 










45 










273 


gcc 


egg 


aac 


ccc 


ttc 


ggc 


cag 


g tc 


ccc 


gtc 


etc 


gag 


gac 


ggc 


gac 


etc 


251 


274 


Ala 


Arg 


Asn 


Pro 


Phe 


Gly 


Gin 


Val 


Pro 


Val 


Leu 


Glu 


Asp 


Gly 


Asp 


Leu 




275 




50 










55 










60 












277 


acc 


etc 


ttc 


gag 


teg 


cgc 


gcg 


ate 


gcg 


agg 


cac 


gtg 


etc 


egg 


aag 


cac 


299 


278 


Thr 


Leu 


Phe 


Glu 


Ser 


Arg 


Ala 


He 


Ala 


Arg 


His 


val 


Leu 


Arg 


Lys 


His 




279 


65 










70 










75 










80 




281 


aag 


ccg 


gag 


ctg 


ctg 


ggc 


tgc 


ggc 


teg 


ccg 


gag 


gcg 


gag 


gcg 


atg 


gtg 


347 


282 


Lys 


Pro 


Glu 


Leu 


Leu 


Gly 


Cys 


Gly 


Ser 


Pro 


Glu 


Ala 


Glu 


Ala 


Met 


Val 




283 










85 










90 










95 






285 


gac 


gtg 


tgg 


ctg 


gag 


g tg 


gag 


gee 


cae 


cag 


tac 


aac 


ccc 


gcg 


gcc 


age 


39 5 


286 


Asp 


Val 


Trp 


Leu 


Glu 


Val 


Glu 


Ala 


His 


Gin 


Tyr 


Asn 


Pro 


Ala 


Ala 


Ser 




287 








100 










105 










110 








289 


gcc 


ate 


gtg 


gtg 


cag 


tgc 


ate 


ate 


ttg 


ccg 


eta 


ctg 


ggc 


ggc 


gcg 


egg 


44 3 


240 


Ala 


He 


Val 


Val 


Gin 


Cys 


He 


Tie 


Leu 


Pro 


Leu 


Leu 


Gly 


Gly 


Ala 


Arg 




29 I 






115 










120 










125 










293 


gac 


cag 


gcg 


gtg 


gtg 


gac 


gag 


aac 


gta 


gcc 


aag 


etc 


aag 


aag 


gtg 


Ctq 


4 91 


294 


Asp 


Gin 


Ala 


Val 


Val 


Asp 


Glu 


Asn 


Val 


Ala 


Lys 


Leu 


Lys 


Lys 


Val 


Leu 




29 5 




1.30 










135 










14 0 












297 


gag 


gtg 


tac 


gag 


gca 


egg 


ctg 


teg 


gcg 


tec 


agg 


tac 


etc 


gcc 


ggg 


gac 


539 


298 


Glu 


Val 


Tyr 


G.lu 


Ala 


Arg 


Leu 


Ser 


Ala 


Ser 


Arg 


Tyr 


Leu 


Ala 


Gly 


Asp 




299 


14 5 










150 










15 5 










16 0 




301 


gac 


ate 


age 


etc 


gcc 


gac 


etc 


age 


cae 


ttc 


.ccc 


ttc 


a eg 


cgc 


tac 


ttc 


587 


302 


Asp 


He 


Ser 


Leu 


Ala 


Asp 


Leu 


Ser 


His 


Phe 


Pro 


Phe 


Thr 


Arg 


Tyr 


Phe 




30 3 










165 










170 










175 






305 


atg 


gag 


a eg 


gag 


tac 


gcg 


ccg 


ctg 


gtg 


gcg 


gag 


etc 


ccc 


cac 


gtg 


aac 


635 


306 


Met 


Glu 


Thr 


Glu 


Tyr 


Ala 


Pro 


Leu 


val 


Ala 


Glu 


Leu 


Pro 


tiis 


val 


Asn 




307 








180 










185 










190 








309 


9 eg 




tgg 


gag 


ggg 


etc 


aag 


gcc 


agg 


ccg 


gcc 


gcg 


agg 


aag 


gtg 


acg 


683 
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VERIFICATION SUMMARY DATE: 02/2 7/2001 

PATENT APPLICATION: US/09/508, 7 10 TIME: 10:15:26 

Input Set : A:\SN09 5 08710seqlist.txt 
Output Set: N:\CRF3\02272001\l508710.raw 
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